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Principal Investigator Alessandro Vannini 

Affiliation Human Technopole, Milan 

Title of the proposed 

project  

Integrative structural biology of RNA Polymerase III complexes 

Short description of 

the project 

The eukaryotic nuclear genome is transcribed by the multi-subunit 

enzymes RNA 
Polymerase (Pol) I, II and III, which catalyze DNA-dependent RNA 

synthesis. Pol IIItranscribes genes encoding short non-coding 

essential RNAs, such as the entire pool of transfer RNAs (tRNAs. 
Additionally, Pol III plays a paramount role in numerous essential 

processes occurring in the nucleus and in the cytoplasm. The 

project will focus on integrative structural biology approaches 
(cryo-EM, cross-linking mass spectrometry and single-molecule 

biophysics) to unravel mechanistic insights into transcriptional 
and extra transcriptional roles of Pol III and their role into 

chromatin organization. 

Main research area 
for the project  

Structural Biology 

Second research area 
for the project  

 

3 key words for 

project 

Cryo-EM, chromatin, transcription 

Main topic/s of the 

lab 

Structural Biology of transcription and chromatin orhganization 

Short description of 
the lab activity  

 

The Vannini lab employs cutting edge structural biology 
techniques (cryo-EM, XL-mass spectrometry, single molecules 

biophysics) in order to unravel mechanistic details of RNA Pol III 
complexes in the context of gene transcription and chromatin 

organization, throughout their association with SMC complexes. 
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Group composition  10 members: 3 PhD Students, 2 Senior Technicians, 1 Staff 
Scientist, 5 PostDocs 

Institutional page 
link 

https://humantechnopole.it/en/  

Lab website link https://humantechnopole.it/en/research-groups/vannini-group/  
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